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W B N TREEIRKEORE T4 F200 F BB 78 TAE, A58 R 4400 55 1 il ma 7 28 327 I ) B A
M Ay B R, T BOR M E | BN LS A B AR RNA 3 K N FE SR RIFR X (rDNA-ITS) 741 K
HRG R EM AT Halb A 4, FR0T T s Rk IR pH. Bl U JEIRS 8 A w224
KBy, S50, 20 IR15AY 6 Bk EStkIalE 3 d 5, BRe i R LoR e, HRE EE, S HRE
A A R RARAE; 6 MRECHR VS 8 B R A, B, A5, AL, s AT EIE, BUE; 6
HURTE AU rDNA-ITS 741444 575 bp(ft F ik CATAS-CMO1 GenBank % 55 4 MN960387), 5 GenBank
oA A RS U T Neocordana musae AR AN A BEFBITER 99.28% ~ 99.65%, H5 N. musae #z(H
MIERG R BEW ERNFE—4 3, BB T . 8 TSRE R0 TA5E, BAA310 6 B R w4 &
FERE AU Neocordana musae. ¥73 i R 5ol AF < B 92 5L D48 S A B IE B 97 3% (PDA) Fie 32 Fr Billg 4%
FEH(OA); A RKIE B 25 ~ 30 C, Fili A K IRE A 30 °C; 36 H pH 4 5 ~ 7, 5id pH o4 6; Sid ki 27l
B Bl AUFURRERE; 2GR T, IR B B 2248 K SR G IR AT, WL T I E 5 w245
HE4A4 R 60 °C, 10 min,

XHEIR): A KB i TR S 5 B At A= 2Rk
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SIFHER: PR PE, WH A, W20, 5. F A IREOR B RS 2 B A )R (0], #4244, 2021,
12(1): 63—71. DOI: 10.15886/j.cnki.rdswxb.2021.01.009

7 £ (Musa spp.) &% [E B WG 1 X BB 2 BAVEY) o A7 B K BUI (SRR B I AU 7 i BB )
BRI A A5 7 X UL L6 3 ™ E A 2 —, T U S TR L AR R S A SR O, o R E
M, HH N Sigatoka MBERIR G &L, R EMREIFENE SR, BATESNC AR5 R KB
SRARIREL A Neocordana musae(Cordana musae) . N. johnstonii(C. johnstonii) . N. musicola. N. musarum .
N. musigena } N. malayensis %"~ ), F N CHGE A C. musae™ ', (HE N AHCHGEE R 2HITIESS
KRR ge, REA T FAEYF Mt — PRk, A 1 i —20 IR T re A K S0 0 i TR A R 2 S HAE
Yy2E R, AHIFSE DO RS A 45 277 DXCORAE 2 A0 a2 T 41 203 25 4l AL AU I 2 , SR B S IE 8244
FEAREE . IDNA-ITS 5 K H R G0 & B B0 85 o620 E 0 IR 7T 4508, HE2E et LI E TIx e
ANFSEFREE . WRE . pH. BV AR OGRR L EASEE R T AR EReE, USR5 i e 7 A5 IR
I 0 R A AT S B AR RS AR
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T, R L Bk AT B 4 B8 o AER MBS AL B 3 ~ S mm Y218, e 0.1 % FHRIH T
1 min, F3H 75 % CEEEVE 30 s J5, FTCRZKIEDE 3 Wk, FHRHUELAR T-7K 77, % 2 PDA KRt iR,
WVE KT, PR VR S S 223, BT PDA VA Lk — P alifb 5% . 8 alifb )5 0 bl Fh i % 51
PDA RIHIEFRE IR

1.2 BURMMZE 1M PDA AR FH5% 7 d MR 22l e AEA R i e . PRl KR R
U A HIAGE . AERR I/ U — B0 EL S AR AR 6 AR, SE T /K s ye e vE At B, B JE K Ve L v
FENF, J5 F 75% PR bt X HEAT SR 1 2, JCRUK e 3 Uk, B TR & . AERRIEEC 1 A A, K
BT FE I K A2 A5 AR, B 04 T3, B4R 6 mm B 22 He e b T 20 K il i A (B 22 180 S0 i A4
FAL), B 4ERD 2 S 223, LUK PDA BRAEH A0 IR, B b3 3 Wk E A . I AE A 2 5 1 22
e, WIE IO R KRN 48 h, 3 d GRS R 223, LB R IR B Ol o AR EeRh vt v & 5, AR ATk Gk
W), DA BRE A3 5 D TR, H W02 5 T e o i R S R 5 — 3K

1.3 HREELEE

131 BAFEE EoEaieS s IR ERE 2 PDA EAR L, T 28 °C Kigefa b Bms A N R
7 d, HIRDE T C SR VR B IES . AU 20 S R SRR . 76 A ™ IS0 JRU B 1 4B 1
TR A MTFRIEE.

132 SFEHFEE  BULEREFE] PDA 55375 I, 28 °C 8538 7 d, FH# % B BUs IR B3R i 1)
W22 e M. R CTAB 3P SR FRFE R 41 DNA, FH B TR AR A L D] Py &% S 1) B X i F 5 149 1TS1 5
ITS42" X H: rDNA-ITS X #£47 PCR ¥ 34, PCR ;=% St 5 3L (_ 1) 52 55 A7 BR A mI b A7 5 . FILH
EMBL %4} /% 1 Clustal Omega T2/ . GenBank %4 % 111 Blastn F2)7F1 MEGA 6 #4847 45 1751 [H] i)
R A RE 5 B 2 5 L, A EE NT R Gt .

1.4 HREREYFHFENZE

141 BAEASHLARGH R 6l & DR AR5 (PDA) | D484 F M EUIE 1 77 3k
(PSA) . #E2 A BUIg R TR AL (0A) . T E PNBUBREFREL(CA) . FRMBUIRE TR (CMA) | A RREFR 3L
(CDA) B A& FEM Fr B BREE 32 5L (LEDA) o B IR B AT PDA $5375E I, 28 C #53% 7 d, K
6 mm FTFLASE TR % EFTHGR 2230, SR R A MR 50 . SR E S 5 1L, 7F 28 °C FI%5%, I
KA ORI 2 d MR PR EAR, FRR 22 A K R =TRVE 1 BAR (em) /BRI E] (d), THA TR 2278
BRI 3.5, 7, 9 d AR KR (om-d ™) AN LA TH] (d) .

142 BEHLAKGY A KA 6 mm iR R 22809 PDA P/ 51 E T 5. 10, 15, 20, 25,
30, 35, 40 °C [HIREFE, FALBEE S S M, 7 d Ja WA KAF I, 738 XU B 76 AR .

143 pHTEH LA KN Ha  JOERSE ik (0.2 mol- L™ BEfR 44N, 0.2 mol-L™' WM & —41) it i
PDA ¥535 3, i/ 1 mol'L™' ##i2. 1 mol'L"' NaOH 45 pH{HZ 4. 5. 6. 7. 8. 9. 10(7 M), ¥ 6 mm
95 DL T 22 B o3 AR IR] pH 1 PDA AR L, 28 °C fEIRIE IR, A IE R 5 10, 7 d 5 VSR V& A KA
B, A8 U TR EAR

144 HESEHLAERGH R K 6 mm g E H LA 2 58 ANFBIR A BRI o BRI 5
JEAAIRE . ERE . 22200 LB, HER . JE R RREE, LIAS BRI T IR, A A B 5 L, 28 °C fH iR
7,7 d JE BB TE A B B, a8 Ok VA AR

145 RETEHLARGH A F 6 mm Il A I 22 2 A AR R IR A R R Lo /IR

510, 28 C fEIERIEFE, 7 d J5 S TRVE A KA O, 738 SO & TR VK ELAR

14.6 ARBBLARKGH A A 6 mm iR EHZHH PDA P53 E T 24 h 2060 24 h 4>
PERE12h G 12 h BRE . 16 h IR 8 h REF (K HIE) | 16 h 2REE 8 h YERE (4 H IR 5 OB TR, 4%
AhPREAT 5 ML, 28 C fHIREEFE, 7 d JE WA I AR KB, 15738 SRt e V% BLAR o
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147 BREMHFHLAERGH R K 6 mm IR ZECE T 100 mL PD AR FE3E0) 250 mL
S, FE 3 AN B2, 3 RSy 28 C HIEFE . 28 °C fHIRFRIKIRY L) K 28 °C fHRE
r 12 h §RE 12 hy, Horp R PRIRG #5365 4 5% B0 50, 100, 150, 200 r-min!, %40 B E K 3, 7d )5
FRECER 22091 W5 i

148 HILBE JRFETE PDA B3 1 9% 7 dJ5, A 40 mL JCE/K, FH 2K B = A w1 U 5 1 T
22, T LB 43 L S mL 244 KBRS T, 40 E TEIR(27.2 °C), 40, 45, 50, 55, 60, 65, 70 C 17K
B, 2K S, 10, 15, 20 min, 4t 32 AS0EE, BA R4 80, DAORIEIR 25 o /KR I 2 BV
R, B 0.5 mL AR T PDA 55k I, £ 0FEEAT 5 111, 28 °C fHIR SR, 7 d J5 WA AE K AR N .
1.5 HWHMELIE  SHEIEHATR I R 22041, I H Duncan 32 WIS E RN Y 22 57 B3 %, DL BT
G R ] Excel 2019 i1 Spss 14 26.0.0.0 €.

2 HERE5DH

21 REESBSBURMNE RAMALDEENEREEMN R385 6 tRai by B ARk, 3k
TS S ka2 W, 6 B4 B RIE S FHE—3, MRl —Fh . HEMEHE 3 d, iR ikt (6 A2k
FeFp SO TR K99, KRN 100%, 1 PDA BEIRHEERR X B 7 S8R B0 . TR 22 e mh s B
WERDE, BEN k7 4 e, ShELE i a2 B, il i ta, A Aesr, R mAek (E 1A) 5 M jE) & pfe tRAH
RUICE 1B) o ARHEARTR CC L I, DEEFP &0 0 A B2 b FT o0 8 3] 45 TR R T SRR E — B B A,
TIN 6 AR S TR S B A K B0 I SO T

22 FEBELEE JNEFE PDA B3R FIETE LI 2 FE, KA6, B, g NS, AR it
VS P BR 22 AR 16, I BB, TR HE %, A KRR (8] 1C) ; BHVA T I A SRl (0, [LOFe 80k, th 4 8, A1k
wOEE (K 1D) . S WBMEWE LI, AP BT ToaRG s E M i 28 IR, =4
(I 1E); /A 1070U , (BIBRIE, B A A 4545, 75 P el flcke €2, 607 0 ELIBE A (&1 1F) o AR RS R A 119
B MR S TR 4 471F, 2% HERNANDEZ-RESTREPO %12 Ji il & PLOETZ % [##iik, ¥ i
B B A B K SO [ A0) 25 2 5 A I XUH L L TR ( Neocordana sp.) o

K1 BRSO AE R B S R A RAIE
A: T KRB 1 R AT AR B A AR K S0 T 8] A AR C: T ¥ 1ETI; D: BY% ST ; Be 20 AR 96 118 F A1
Fig. 1 Symptoms of Cordana leaf spot and its pathogen morphology

A: Symptoms of Cordana leaf spot on inoculated leaves; B: Symptoms of Cordana leaf spot on leaves in the field; C: Front of
colony; D: Back of colony; E: Conidiophore; F: Conidia.



66 AT AW 2 R 2021 4F

PEH 6 FRim S Y FE N 24 DNA, I rDNA-ITS 38 F5 [ #5%F ITS1/1TS4 117 PCR §3#, PCR =¥ 4
M K9 288 Lo, B P 6 BRps I TR A tDNA-ITS X334 A BEK BER o 575 bp, HARIYE N 100%, 1%
P& 1 SR ITS 54258 3 GenBank (5 5% 5: MN960387), Jf-fiv 4% 4 CATAS-CMO1., £ GenBank %%
% )% Blantn X 43 T, CATAS-CMO1 5 GenBank "' /A 7 1Y) Neocordana musae( LN713276-LN713278,
LN713280-LN713282, KP770138) #H 1 [~ Bt % #H i, AH BL 1 35 99.28% ~ 99.65%, 5 N. malayensis
(MK442593) . N. musarum(KY173424-KY173425) . N. musigena( KY979749-KY979750) X N. musicola
(LN713283-LN713285) 437 i BOFESIARIINE N 95.6% ~ 98.58%, 111 -5 HiAth J& 17 Mk [FIIE 5K, 24 87% FY)
ML . UL Magnaporthe grisea( % 5% 5 . MH864859, FN555111) . Pyricularia pennisetigena( % 5% 5
MN889450, MH412638) . Pyricularia angulata( % 5% %5 : MT071757, JF719830) 1E A &1 #F #4 4 B £k
CATAS-CMO1 [ rDNA-ITS R R 5k M, 458 78 CATAS-CMO1 5 7 25 5 0UH0 B 2 7 40 25 B
XJ13-12-01( % 5% %5 : KP770138) J2 6 £k N. musae £ :  #k CPC 19605, CPC 16362, CPC 17293, CPC
17237, CPC 16298 il CPC 18127 (%355 N713276-LN713278, LN713280-LN713282) L 81% [1) & {5 i B
FEIR]— 4332, A IR RS R (151 2) o 456 6 BRI IR R I TP 28 2 A, Soe 2K It R 68 1 A 70 A 9 XLA6L D

Neocordana musae( Cordana musae)™,

85 | Neocordana musae XJ13-12-01
Neocordana musae CPC 19065

CATAS-CMO1

Neocordana musae CPC 16362

Neocordana musae CPC 17293

8Ul Neocordana musae CPC 17237

Neocordana musae CPC 16298

99| —— Neocordana musae CPC 18127

Neocordana malayensis CBS 144604

Neocordana musicola CPC 15987

— Neocordana musicola CPC 11228
Neocordana musigena CPC 29777
Neocordana musicola CPC 11225
Neocordana musarum CPC 28529
Neocordana musigena CPC 29779
Neocordana musarum CPC 28525

99 Magnaporthe grisea CBS 128304
| Magnaporthe grisea D10-S73

99 Pyricularia angulata CATAS-PMO1
| Pyricularia angulata BRIP 53746

| Pyricularia pennisetigena CZPMP-5

68

59

85

0.01
68

991 Pyricularia pennisetigena S2

K2 Btk CATAS-CMO1 3T rDNA-ITS [P HEY R 58k & E A0
Fig. 2 Phylogenetic tree of pathogenic fungus CATAS-CMO01 based on rDNA-ITS sequences

2.3 REEEYFFENE

231 BAENFLAKRGY R FIRREE 7RI EReARK, Hrh A K i J& LEDA fil
CMA JEFE3E, SE A4 K R0 500 0.56 cm-d™ F1 0.55 em-d ™", J§ LA ] 235910 4 18 d A1 19 d, B &40
W), AR TR 2230 HIOR: OA 557 561 PDA 59756, P AE K BURY R 0.49 em-d ™', W LA ]y 21 d,
BRI & T G5 BN RN, {H A TR 22 40 %, PDA 85 3 56 1 I BV A R 20 A KR8 I 15 37 LK KN PSA.
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CA H1 CDA, F-21 4= K 3R 43 51y 0.44. 0.39, 0.35 cm-d™', i MLAS 18] 43 5] g 23, 26, 29 d(55 1), OA.
PDA. LEDA J CMA 35355 I 7 -2 4E K T I 2 25 5 (P<0.05), 455 TR 75 T2 25 Ko LA 8], 5
AR AR MNEFREE R OA FI PDA. 7 I B B 22 110 A 1K T 3R Bl IR 38 I i i ek 2, 78 7 d B 45355
FRIE b 22 ) KRR T heuE (K 3) .

1 FESEFHENRNARELE KB

Tab. 1 Effect of different culture mediums on mycelial growth of N. musae

Bt 7% E%/cm Colony diameter TR KR (emed ) L
Medium 34 54 74 9d Average growth rate Day of full dish
PDA 1.63+0.05bc  2.58+0.20bc  3.14+0.11bc  3.89+0.13 be 0.49+0.03ab 21
PSA 1.54+0.10 ¢ 2.18+0.14cd  2.90+0.11cd  3.56+0.14 cd 0.44+0.02 be 23
OA 1.65+0.11 be 2.58+£0.20 ab  3.20+£0.26 bc  4.00+0.27 be 0.49+0.03 ab 21
CA 1.27+0.05d 1.91+0.07 d 2.65+0.10de  3.25+0.13 de 0.39+0.01 cd 26
CMA 1.95+0.05 a 2.67£0.09 ab  3.53+0.08 ab  4.47+0.08 ab 0.55+0.07 a 19
CDA 1.09+0.09 d 1.82+0.12d 2.37+0.16 ¢ 2.93+0.25 e 0.35+0.01d 29
LEDA 1.8440.08 ab 2.80+0.10 a 3.69+0.14 a 4.66+0.15 a 0.56+0.04 a 18

TE: R 3R WP 3(E . [RISVEE R /NG T REAN R R R TE 5 % KT 22 57 12 3% (Duncan [GHT & AR 22 6
%), .

Note: The data are the average of the 3 replicates. Different lowercase letters in the same column show significant difference
at a 5% level (Duncan’s multiple-range test), similarly hereinafter.

o
o0

[ m3d m5d O7dm9d

e
~
T

0.6

Growth rate/(cm-d™)
o <
~ O

0.3

PDA PSA OA CA CMA EHK HEWA
B3 Culture medium

P30 ISR T 22 AR Rl IR A b A A R

Fig. 3 Effect of different culture media on the growth rate of N. musae

232 BEMSEHLAEKGYA  HRITHEE 10~ 40 CEENREA K, S A KIEE R 25~30 C, 5H
Ak BER A 35 25 55 (P<0.05), HfadE A RKIRE R 30 C. <15 C 8% =35 C I, WA K2
i (& 4)

233 pHYELAKNYH  JRERFTE pH 4~ 10 JEEIN A K, pH 5 ~ 7 B4 K44, pH 4 6 B4
Kift, 5 pH 7 25 A R3E, (H5HAD pH 47 B &2 5 (P<0.05) . pH KT 8 B, F22d Rzl (& 5).
234 BRBESHLERGYH IR ETEAR RS IRE AR, Hdod 2L RSO bf, 5
HAbRRIEAT 2 25 5 (P<0.05), FURFEREFITER, FOBAI RO 22 (K 6) .

235 RAEMEHLAERNGY R HFEREEARRZIRAEFRE FReA R, Hh st E R SRR KR
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g
S
535 £
5] | a a 545 a
g 30 b L g 2 40} b & ab
5 257 I g L be
> C C < 3.5¢ I I C
22.0r - S 301 4 I
< 157 d 225t 1
* S
©10f ., e < 20t .
Sosty FE O 15t H
i 0 : : . . . . . , NG| 1.0}
B 5 10 15 20 25 30 35 40 im 057
" 1R Temperature/°C a0 4 5 6 7 2 9 10
i oH

Pl 4 A [ et Xt XS T T 22 A R 5
Fig. 4 Effect of different temperatures on mycelial growth of K5 N[E] pH W IR T B 2244 K A 52
N. musae Fig. 5 Effect of different pHs on mycelial growth of N. musae

R, 5 AL R AT 3 25 5% (P<0.05), H. g

DAREREF e, HUORIR, BB B A, 54 535

AR e i B 22 (1R 7). 530 b L

23.6 AR ELARKGYH  FHIEEE S FOL gig ed P

TRAEAE R RELE K, o 24 h 2GRS T RE & S ol e - c ¢

T, H7 4.06+0.14 ala, b, ¢, d TR 2T BHE, gorrm 0. N NN i

T s FUCR: 16 h JGIE 8 h B (K H ) 112 h P FfTFTS S T

JEHE 12 h S, BV RS54 3.80£0.05 ab, 339+ $ P P S

003 c; 72 24 hAME A FHHHARRA, & & gh T EE ¥

2.96+0.09 d; 8 h 7 16 h Smg (5 1 IR 44 0F F i it Carbon

VE AR N 3.5320.08 b, 4 BRI 540 KOG AS Bl 6 ANIRIBIOR I U R e 2228 1Y R
Fig. 6 Effect of different carbon sources on mycelial growth

B BEES, WA TRZAE K,

237 BAREHSEHLAKGHH BEIE5AE
SN2 KIH —E R, 16 4 VIR, 10 24 h IR R B 22180 . TERR, S5HAD
AP 25 A . 3 (P<0.05), Ho DAL 200 r-min ' B, B 2208 it T B2 ik 4.50 g A1 2.91 g5 Hak
JE 12h 3R 12 h ##E; 24 h FFECFRA T, W iie ., THERIRE2),

238 BILBERZ FEIEEZLE 60 °C /K 10 min J558E7E PDA Al EIEH 4 K, (H1E 60 C K
DL R AL TR 15 min JEANBRA S, 10 B S TR R 22 A B A 60 °C 10 min(3% 3) .

of N. musae

g 3.5
830 a
5] a
E2st 1 L a 1
3 1 b b I
52.07 b I I
= 1.5F 1
@)
;\ﬁ 1.0} g g
0.5
®
ra 0 1 1 1 1 1 1 1 1 J
= 1 2 3 4 5 6 7 8 ck
S=E
AR
Nitrogen

P&l 7 AN [ LR NT Hl LA e P 22 26 K R 52 )
Fig. 7 Effect of different nitrogen sources on mycelial growth of N. musae
1. 25 H B Peptone; 2. 2F [N Beef extract; 3. BEHFF Yeast extract; 4. Ik Urea; 5. B iR & — 4% Diammonium hydrogen
phosphate; 6. fidfi2 % Sodium; 7. 5 1b# Ammoium chloride; 8. ##ifiZ%#% Ammonium nitrate
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®2 BEEHENEEELEKEFE

Tab. 2 Effect of ventilation condition on mycelial growth of N. musae

T 22 V-1 Jfi i Average mycelia mass/g

3/ (r-min™") Qb3 Treatment
M ThE Wet mass T-fi & Dry mass

24 h ##'H 24 h quiet 0.85+0.05 ¢ 0.25+0.08 b

50 24 h $%¥% 24 h shaking 2.14+0.04 a 0.55+0.04 a

12 h #R3%12 h #'HE 12 h shaking and 12 h quiet 1.49+0.03 b 0.36+0.03 b

24 h H& 24 h quiet 0.7740.07 ¢ 0.1840.04 b

100 24 h %% 24 h shaking 2.53+0.37 a 0.86+0.05 a

12 h #&7%512 h & 12 h shaking and 12 h quiet 1.76£0.20 b 0.68+0.02 b

24 h #+E 24 h quiet 0.86+0.05 b 0.22+0.02 ¢

150 24 h %% 24 h shaking 3.2940.18 a 2.15+0.17 a

2h¥EFHI1I2hiFE 120 shaking and 12 h quiet 3.24+0.07 a 1.68+0.06 b

24 h ##E 24 h quiet 0.93+0.08 ¢ 0.33+0.09 ¢

200 24 h $%3% 24 h shaking 4.50+0.41 a 2.91+0.41 a

12 h 4%% 12 h #& 12 h shaking and 12 h quiet 2.8740.20 b 1.73£0.21 b

R3 BUHERELNEKBIERE
Tab. 3 The lethal temperature on mycelial growth of N. musae
R JE Temperature/°C
Ab Y Treatment/min
%t (Room temperature) 40 45 50 55 60 65 70
5 + + + + + + + -
10 + + + + + + - -
15 + + + + + - - -
20 + + + + + - - -
3 i it

TR IREUR R A AR R AR Th B A 08 35 2 —, i B TR T AT S B A2 080™ 30% ~ 50%0), [
T IKBURRIRIRA 6 #1051 Herndndez-Restrepo 25! AR TE 25 F 4 iE Il LSU M ITS #3143 M 4541
KHE, 32 BB BRSO C. musae ., C. johnstonii"", C. musicola M HAFF I Cordana Jg& H 51
2k, IHAHBTE Neocordana, W4 038 T WS /25 I, ©AF BB/ 58 2 1 aA s ), (B H il
WA E PWIMI ST E AT Cordana JE BT A IR SURR IR A2 24,

1 G LR T 1) 2 BB AR TR IR AR | 6 S5 L R A2 SR ) 22 S R M A 7, (B A R4
P IR FL R AEAN R BG F2 054 IR 0K, 4h FLE M /3 RS ok T — @ UMERE . P DNA B
HBGRIERRRE , ATy 52 G2, i ELAE AR 5 5 AR B Be X mT 4145, Hirh rDNA A9 ITS X BB ELRSF
P, AERL & FoKE B AR R S B REE, X ITS XKJFFE T PCR &34 )5 LA K351 43 B e 4
JE ELR I H 7 . RENSKE 25 AN, S# s X ELRR ITS X, FR A AU R T 99% I, AT 4851 A 4H W]
Fifts FE AN AHAPE R T 95% EL/INT 99% I, al S50 g A [ J s 7 S A AL /N T 95% Isf, n] 531y A )
AN 3 B TR I ITS JP AT X A A T R G0 R B, M A Renske 552 i 5E 2510455 4 25
PR 35 SR PR L IR 28 22 AR B LA sk X 305 DU 6 iE, 45 Y6 i 5 6 UK 803 10 i Dot 468 7 Ay 0 5 I R TR

Neocordana musae.
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Sk T T A TR TR S BB IR, 2 R SE T % R R B AR e R, B0 T R
SR AN PDA B3R A OA 54k, Foidi A KIRE N 30 C, fddiZE K pH 6, ] A I Z Fhik i . A
U, VEIE GBS T HEZAK, BOEAMER 60 C 10 min, X 51200 5 B IS I S5 RE )1 50 iR 4518 3t
AR — g2,

F AN, ARSI K AR AE 40 °C WEEIE# A K, BIEAM N 60 °C 10 min, 5 FFE 0 XHHE = B
I3 B ) A RS DR T AL W 2 E R I E RS AR 22 55 i — 2D I R G AR 73 Bt & B, AR SR T Ak
CATAS-CMO1 53k [ S 75835 35 AU S0 B bk (CPC 16362, CPC 16298) | K HI) 7 4% 35 A5 X B i (CPC
17237, CPC 17293 )ist (& FE B AT, Ak T [W]— /o332, T 5 B N 5 B 43 B PR (XT13-12-01) ist A4 P B A
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Identification and Biological Characteristics of the Pathogen

Causing Cordana Leaf Spot of Banana in Hainan Province

FU Yanping'?, QI Yanxiang®, XIE Yixian’, PENG Jun’, ZENG Fanyun’, ZHANG Xin?
(1. College of Plant Science and Technology, Huazhong Agricultural University, Wuhan, 430070, china; 2. Environment and Plant Protection Institute,
Chinese Academy of Tropical Agricultural Sciences / Ministry of Agriculture and Rural Affairs Key Laboratory of
Integrated Pest Management on Tropical Crops, Haikou, Hainan 571101, china)

Abstract: An attempt was made to have a good understanding of Cordana leaf spot of banana in Hainnan
province for prevention and control. Fungi were isolated through routine tissue separation and identified based
on pathogenicity test, morphological characteristics, analysis of fungal rDNA-ITS sequence and phylogeny.
The isolated fungi were cultured to observe their mycelial growth on different mediums under different
conditions of temperature, pH, carbon source, nitrogen source, light and ventilation. The results showed that
necrotic spots with concentric rings surrounded by a bright yellow halo were observed on the infected leaves
three days after inoculation, which was similar to the symptoms and signs on the leaves infected in the field.
The colonies of the six strains of the fungi were grayish-white, and circular with concentric rings and irregular
edge. The conidia of the six strains were obovate with single septum. The rDNA-ITS sequence length of the six
strains was 575 bp (representing the accession number of strain CATAS-CMO01: MN960387), which shared
100% sequence similarity to each other among the fungi isolated and 99.28%—99.65% sequence similarity to
those of Neocordana musae ex-types in Genbank. Phylogenetic analysis showed that CATAS-CMO01 was
gathered on the same branch of several sequences of N. musae. Based on the morphological characteristics and
analysis of ITS sequence and phylogenetic relationship the six pathogenic strains were identified as
Neocordana musae. The analysis of the biological characteristics of the fungi isolated showed that the optimal
culture media, temperature and pH for its mycelia growth were PDA and OA, 30 °C and 6, respectively. The
optimal C-source and N-source for the mycelia growth of the fungi were lactobiose and yeast extract,
respectively. Successive light and shaking were favorable for the growth of mycelia. The lethal temperature for

the mycelia growth was 60°C for 10 min
Keywords: Cordana leaf spot of banana; pathogenic identification; Neocordana musae; biological characteristics
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